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 Supplementary Table S1.  
List of known* and predicted NagR-binding sites upstream of nag genes in Bacillus 
species. 








subtilis* G C T G G T C T A G A T C A C T 14.35 
clausii A T T G G T A T A G A C A A C T 17.76 
halodurans A T T T G T A T A T A C C A A T 11.09 
licheniformis A T T G G T C T A G A C A A C T 18.04 
amylolichefaciens A C T G G T C T A G A T A A C T 16.26 
megaterium A G T T G T C T A G A C C A G T 13.05 
pseudofirmus A T T T G T C T A T A C C A A T 11.37 
selenitireduscens A G T G G T C T A G A C A A T T 14.32 
pumilus A C T G G T A T A G A C A A C T 17.14 





subtilis* A T T G G T A T A G A T C A C T 16.65 
halodurans A T A G G T A T A G A C A A C T 15.82 
amylolichefaciens A T T G G T A T A G A T C A C T 16.65 
megaterium A T T G G T A T A G A C A A C T 17.76 
pseudofirmus A T A G G T A T A G A C A A C T 13.26 
selenitireduscens A T T T G T A T A T A C A A C T 13.58 
pumilus A T T G G T A T A G A T A A C T 16.60 
atrophaeus A T T G G T A T A T A T A A C T 16.60 
Consensus A T T G G T A T A G A C A A C T 17.62 
List of dre sites used to build a position weight matrix (named NagR 2011), and used by the PREDetector programme to predict the 
NagR regulon in Bacillus species. 
 
 
